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Aims

● Raise awareness of methods to obtain data FlyBase in 
bulk (batch mode)

● Overview of how to use these methods

● Encourage you to try them and provide feedback



Outline

1. Obtaining data on single genes (web)

2. Obtaining data on multiple genes (web)

3. Bulk data files (FTP site)

4. Database downloads, queries & API access

5. Additional information/help

6. Questions / feedback / use cases



Part 1: Obtaining data on single genes (web)

● Jump to Gene/Search FlyBase box
● QuickSearch
● Hitlists (List view)
● Reports



Jump to Gene/Search FlyBase



QuickSearch



Hitlists (List view)



Report Page



Part 2: Obtaining data on multiple genes (web)

● Gene lists in FlyBase; Upload/Convert IDs
● Hitlists (Table view); HitList tools
● Export to Batch Download
● Export to FeatureMapper
● Sequence Downloader



Gene lists in FlyBase

Three main ways to generate/obtain a list:

1. From  a search (and subsequent refinement) in FlyBase

2. Via a link within a FlyBase report page

3. By uploading your own list



Hitlists via FlyBase report pages



Upload/Convert IDs





Hitlists - Table view



Hitlists - Tools



Batch Download



Batch Download



Batch Download



Hitlists - Tools



Export to FeatureMapper



Sequence Downloader



Sequence Downloader



Part 3: Bulk data files (FTP site)

● Overview
● FTP site & Web interface
● Examples
● Use in Batch Download
● Survey



Bulk data files

● >100 bulk data files available

● Each contain defined subsets of 
data in different file formats:
○ TSV
○ FASTA, GFF, GTF
○ Chado XML

● Most generated with each 
FlyBase release, archived 
versions also available



FTP site and webpage interface



Bulk data file - examples
fbgn_fbtr_fbpp_fb_2018_06.tsv.gz

dmel-all-tRNA-r6.25.fasta.gz

dmel_human_orthologs_disease_fb_2018_06.tsv.gz



Using bulk data files in Batch Download



Bulk data files: survey

https://www.surveymonkey.co.uk/r/FlyBasebulkdatafiles

https://www.surveymonkey.co.uk/r/FlyBasebulkdatafiles


Part 4: Direct database queries & APIs

● Query public database via an SQL client
● Download entire postgreSQL database
● APIs



Downloading the Postgres database (100 GB!)



Downloading chado XML files



Connecting to the public database

If you have a PostgreSQL client application installed, you can connect to the 
FlyBase public read only Chado database:

$ psql -h chado.flybase.org -U flybase flybase

(These instructions are included in the Downloads -> Overview document)



API access: http://api.flybase.org/api/v1.0

Data Endpoint Retrieves:

HitList HitList objects for a given FlyBase object(s)

Updates The recent update information for a given FlyBase object

Gene Summaries Automatically generated summary for a given gene

Protein Domains All domains for a given gene/protein

Datasets Features associated with a FlyBase dataset object

Sequence Sequence data by genomic location or FBid

Chado ChadoXML data for a given FlyBase object

Please let us know what other API endpoints would be useful

http://api.flybase.org/api/v1.0


https://app.swaggerhub.com/apis/FlyBase/FlyBase/1.0

https://app.swaggerhub.com/apis/FlyBase/FlyBase/1.0


http://api.flybase.org.api/v1.0/domain/FBgn0001250

{
  "resultset": {
    "api_version": "1.0",
    "data_version": "FB2018_06",
    "query_url": "http://api.flybase.org/api/v1.0/domain/FBgn0001250",
    "query_time": "2019-01-25T14:27:33",
    "result": [
      {
        "proteins": [
          {
            "length": 1396,
            "regions": [
              {
                "source": "dmel_domain_PFAM",
                "abbrev": "FG-GAP",
                "name": "FG-GAP repeat",
                "end": 374,
                "pfam": "PF01839",
                "interpro": "IPR013517",
                "classification": "Repeat",
                "start": 332
              },
              



Part 5: Further information
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