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+ If you’re unsure of the data class for your
search term, use the “all” option.
+ Returns a page of hits, divided by data class.

Your search for *dpp-P23* against all FlyBase data clas urned a total of 5 hi
Genes -0
Stocks -1 (Hitist) (Refine ) iong~ 1 (i
Description - 1 (Hittist ) (Refine )
Genotype - 1 (intist) (Refine )
References - 0 Clones -0

+ Use the ‘Gene associations’ option to search
for FlyBase data classes that are directly
related to your gene of interest

+ Use our Controlled Vocabulary search engine
to search for phenotypes or GO-term
annotated genes

QuickSearch
Species: = Dmel only All species Find A Fly P n
Search: = ID/Symbol/Name All text QuickSearch help
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Enter text: [neurotrophin Search

Note: Wild cards (*) 4 neurotrophin TRK receptor activity
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Improvements to Quj neurotrophin receptor activity

regulation of neurolvophm producuon
QueryBuilder (QB) pr by-field level
We have recently made it easier o select a field to search, revised the documentation to
include more hints and tips, and most importantly added QueryTemplates to this powerful tool,
which allows you to run pre-existing queries or modify them to suit your needs ...(More).
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Genel/Allele Symbol or FBid

Interaction Type

l

E Enhancement + Suppression j

atl 0 v/ degrees oty

+ Search by gene or
allele

+ View enhancers and/or
suppressors

+ Traverse pathways by
selecting interacting

genes/alleles to
change view

Show Interactions

Enhancement + Suppression

Protein-Protein Interactions
Suppression
Enhancement

4 Coordinates Converter )

« Convert
coordinates
Input Assembly:

D.melanogaster Sequence Coordinates Converter

Output Assembly: Send results to:

5 (current) 1% Browser B}

from a prior | G )
release to a

newer Enter D.melanogaster Coordinates:
release

« Found in the
HOOIS MEny |5 s e

or Upload File of Coordinates:
(‘Choose File ) no file selected
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/ FlyBase User Forums \

+ Anyone can view

FlyBase News
General news and announcements from FlyBase

messages. To post,

Meeting and Course Announcements
Announcements and discussions about upcoming meetings

create an account
(freel!)

Job Postings
A forum for posting or searching for job offers.

+ List/search jobs
+ Ask questions about

FLYBASE MONITORED FORUM
—. Questions to FlyBase

A forum for asking questions about FlyBase related service
staff members

flies or FlyBase

—~, Power Users
£ ) A forum for discussing Power User related features of FlyB:

files, etc...

+ Ask the community
to help find a

=

(= General Discussion Area

A forum for general scientific discussions.

reagent

—~ Experimental Protocol Questions

A forum for sharing and discussing experimental protocols.

+ Special section for
power users

()

\&/ A forum for inquiring about or offering stocks, clones, or re

Searching for Stocks/Clones/Reagents

)
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There are three options on the
QueryBuilder start page:

Use a query template| OR Import a saved query, OR  Build a new query

+ Using QB, you can search any field in any
report in FlyBase (in a QuerySegment), and
then combine the resulting hit-list with
searches in other fields, to allow
combinatorial searches (combining
QuerySegments using Boolean operators).

Fiter templates by keywords

@ List the stocks that contain lethal P-element insertons of the SUPor-P lines.

@ Listthe stocks that cary insertions of a specied transgene (e.9. dpp) and are available from
a specified stock center (e.0. Bloomington).

@ Liststocks containing aberations that delete or partaly delete a specified gene (e.g. cnn).

@ Aberration Balancer Bloomington Colection Gene Insertion Lethal Phenotypic._class Stock
Stock Collection Transgene

@ List the stocks of alleles of a specified D.melanogaster gene (¢.g. cnn) in a specified stock
collection (¢.9. Bloomington).

@ Lt th sccksof alele of a specifed gane (e, g in any Drosopia specie na specied

= stock collection (e.g. Bloomington)

B Siock Coletbn @ List the stocks of al alleles of a specified gene in any Drosophila species in a specified

stock collection.
@ Listthe stocks containing a specified balancer (e.0. Cy0).

0 Bloomington
0 Collection

O Insertion

O Lethal
0 Phenotypic class
O Stock

+ Templates can be used (and altered) to easily
search the report pages

P TR T
DataSet-> Genes

x AND Genes
Field-> Sequence range (GBrowse style) GO biological process
SearchText-> 2L.:1000000..2000000 DNA repair

e

Show me related ( Genes %) Species filter: (Dmel (1313283 red_13)

Output format: (" HitList 5]

Run query

+ A useful feature of QB is that a list of FlyBase
identifiers or valid symbols can be imported
from an external file to use as a query
segment.

+ A set of results can be exported to QB from
other searches on FlyBase, through the 'Hit
list refinement' button at the top right of a hit
-list, and then modified to refine the search by
adding additional query segments.

Defining Query Segment 1

DataSet (~Genes 5] case-sensitve (7 18)
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Get YOUR paper into
FlyBase faster!

Use our quick and easy publication submission
tool to see your paper listed online sooner.

« Tell us which genes feature in your paper, and
we'll link your paper to those genes for the next
release cycle.

* Provide additional information during the
submission process about your publication and
help our Curators to speed up your curation.

@&t FlyBase Publeaiin Submisson

Home Tools Files Species Documents Resources News Help Archives

Use this to a of published data into FlyBase

You can:

Step 1: Identify yourself so the submission can be atiributed to you

Your details

Name
Emmait

Re-enter &-mai:

Step 2: Identify the publication in FlyBase

ntal subjects of the publication

tion on pubication content o priortize ful curation (optional)

............... Version F82009_1, released Novermber 20th, 200 St oy

+ Just click the link in the sidebar on the
FlyBase home page or in the tools menu to

\ get started!

\
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Tools Overview

Describes the tools at e
FlyBase and when to use ——
which one, along with Mt phenolype data

H [ Stocks
some handy searc_hlng g
strategies. Found in our L ump fo Gens
tools menu.

TermLink

Hit list refinement
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= Search
Switch to Chromosome Map| ./

L Chromosome
Maps:
Direct link to view

Landmark or Region:

cn 'search : .
Data Source . region in context
D. melanogaster (R5.15) 2 of polytene
=0verview ... | chromosome
map.

Ortholog Pop-ups:
Orthologs are listed for Drosophilids and other
species in a pop-up window that is activated
when you mouse over the “ortholog bar”\
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1k 9342k 9343k 93ddk  93dSk  93dek 9347k 93dek  93dok gsﬁﬁ

arr

Other Orthologs

Anopheles gambiae (Ensembl) ENSANGP00000020132
Bos taurus (Ensembl) ENSBTAPO0000007756

Canis familiaris (Ensembl) ENSCAFP00D000018674
Ciona intestinalis (Ensembl) ENSCINPO0000017834

arr-RA
| S— ——

arr-PA

Orthologs
i

Drosophilidae

D. ananassae Dana\GF11183
D. erecta Dere\GG22489

In D. grimshawi DgriGH23152
D. mojavensis Dmoj\GI121337
on si| D. persimilis Dper\GL17073 Gallus gallus (Ensembl) ENSGALP00000011315

c{wHH D. pseudoobscura Dpse\GA18223 | Homo sapiens (Ensembl) ENSPOO000281349

D. sechellia Dsec\GM20276 Macaca mulatta (Ensembl) ENSMMUPO0000030693
Monodelphis domestica (Ensembl) ENSMODP00000022743
Mus musculus (Informatics) MGI:1288218

Pan troglodytes (Ensembl) ENSPTRPOD000008035

D. virilis Dvir\GJ19682

Ero0) D- willstoni DwilGK15822
< O yakuba Dyak\GE13360 [ |
BTO1] Rattus norvegicus (Ensembl) ENSRNOPO0000008486

Takifugu rubripes (Ensembl) NEWSINFRUP00O000180385 -

Tetraodon nigroviridis (Ensembl) GSTENP00O00S085001

Xenopus tropicalis (Ensembl) ENSXETP00000022101 —
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RNAseq data:

* Available soon

» Multiple transcript read data for
D.melanogaster
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