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Finding Genetic Reagents
We have made changes to the Alleles, Insertions, and Transgenic Constructs section of our Gene Reports and to the QuickSearch “GAL4 etc” tab to make it easier for you to find alleles and transgenes which might be useful for your
experiments. In both cases, we have added experimental tool information and have introduced “dynamic” tables which allow you to filter and sort these genetic reagents to find the ones with the particular characteristics that you need.
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Human Disease Associations on Gene Reports
We have implemented a new automated pipeline to annotate D. melanogaster genes that may be relevant We have added a graphical Summary Ribbon to the Human Disease Associations section of Gene Reports:
to human diseases based on their orthology to human “disease-related” genes.
o | ) s * it summarises Disease Ontology data into broad categories
e pipeline uses three sets of data: : .
PIP * the same categories are used on all gene pages, so it easy to compare between genes
* DIOPT D. melanogaster-to-human orthology relationships * both experimentally determined models and potential models identified by our new automated pipeline
 human gene-to-phenotype reIatlonsh.lps.W|th|n f)MIM are included in the ribbon
OMIM phenotype cross-references within the Disease Ontology (DO)
The annotations are shown as Potential Models Based on Orthology in the Human Disease Associations section of Gene Reports mouse over any coloured
_ square to see the individual
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Finding out about new features Got Questions ?
This poster highlights just two recent improvements to FlyBase. There are a number of ways you can keep up-to-date with the latest S
AGCORGACAS g _ . iajeiie- gy FB2019_04, released Aug 22, 2019
improvemen nd new f I FB2019_04, released Aug 22, 2019 < &=\ : A Database of Drosophila Genes & Genomes
proveme tsand ne eatures. @ FlyBase A Database of Drosophila Genes & Genomes @ FlyBase
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