
FlyBase Representative	Publications:
Using	annotation	data	to	identify	key	papers	on	a	gene

~14,000	Protein	coding	genes
~2,500	new	research	papers	on	

Drosophila	melanogaster	per	year
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We	have	added	a	“Representative	Publications”	section	to	gene	reports,	which	highlights	up	to	25	of	the	most	
relevant	research	papers	for	each	gene.	These	are	identified	through	an	in-house	scoring	algorithm	that	assesses	

the	amount	and	type	of	data	associated	to	each	protein	coding	gene,	from	each	publication,	within	FlyBase.	
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Gene-to-publication	associations	are	made	within	FlyBase regardless	of	the	amount	of	data	on	a	gene	deriving	
from	a	given	publication,	resulting	in	comprehensive	reference	lists	on	each	gene	report	page.	However,	it	can	be	
difficult	for	users	to	quickly	identify	the	key	publications	that	really	characterize	or	focus	on	a	gene	in	depth.

The	FlyBase	Consortium	comprises:	Nick	Brown,	Giulia	Antonazzo,	Helen	Attrill,	Silvie Fexova,	Phani Garapati,	Alex	Holmes,	Aoife	Larkin,	Steven	Marygold,	Gillian	Millburn,	Vitor Trovisco,	Jose-Maria	Urbano (FlyBase-Cambridge),	Norbert	Perrimon,	Julie	
Agapite,	Kris	Broll,	Lynn	Crosby,	Gil	dos	Santos,	David	Emmert,	Susan	Russo	Gelbart,	L.	Sian	Gramates,	Kathleen	Falls,	Beverley	Matthews,	Carol	Sutherland, Christopher	Tabone,	Pinglei Zhou,	Mark	Zytkovicz (FlyBase-Harvard),	Thomas	Kaufman,	Bryon	
Czoch,	Josh	Goodman,	Victor	Strelets,	Jim	Thurmond	(FlyBase-Indiana),	Richard	Cripps,	Maggie	Werner-Washburne,	Phillip	Baker		(FlyBase-New	Mexico).
FlyBase is	supported	by	a	grant	from	the	National	Human	Genome	Research	Institute	at	the	U.S.	National	Institutes	of	Health	(U41HG000739).	
Support	is	also	provided	by	the	British	Medical Research	Council	(MR/N030117/1)	and	the	Indiana	Genomics	Initiative.

2		The	Biological	Laboratories,	Harvard	University,	16	Divinity	Avenue,	Cambridge,	MA	02138,	USA	

1 Department	of	Physiology,	Development	and	Neuroscience,	University	of	Cambridge,	Downing	Street,	Cambridge	CB2	3DY,	UK
Giulia	Antonazzo1,	David	B.	Emmert2,	Nicholas	H.	Brown1 and	the	FlyBase Consortium

+

+

+

Molecular	
Function

Biological	
Process

Cellular	
Component

+
Mention	
in	title

Mention	in	
abstract

Contact: ga362@cam.ac.uk

0

20

40

60

80

100

Num
ber

 of r
efer

enc
es

All Representative

The	total	number	of	research	
papers	associated	to	a	gene	(left)	

compared	to	the	number	of	
representative	publications	

selected	by	our	scoring	function	
for	the	same	gene	(right),	

displayed	for	500	random	genes.
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Drosophila	melanogaster	drawing	by	B.	Nuhanen is	licensed	under	CC	BY-SA	3.0 

Only	references	with	a	score	
higher	than	zero	are	displayed	

in	the	Representative	
publications	section	of	the	

gene	reports.

We	explored	different	scoring	
functions	using	various	annotation	
data,	aiming	to	prioritize	those	
papers	that	report	work	directly	

on	the	gene.
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