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f‘{« Using annotation data to identify key papers on a gene
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Gene-to-publication associations are made within FlyBase regardless of the amount of data on a gene deriving
Issue from a given publication, resulting in comprehensive reference lists on each gene report page. However, it can be
difficult for users to quickly identify the key publications that really characterize or focus on a gene in depth.
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~2,500 new research papers on
Drosophila melanogaster per year

2

~14,000 Protein coding genes

We have added a “Representative Publications” section to gene reports, which highlights up to 25 of the most FlvBase
relevant research papers for each gene. These are identified through an in-house scoring algorithm that assesses Y
the amount and type of data associated to each protein coding gene, from each publication, within FlyBase. fllsolution
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