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QueryBuilder

Search every single field on every report in

FlyBase

Use a query template. OR  Import a saved query| OR  Build a new query

e @ template

(o, courtship det

o lethal)

ne (e.g. cnn).

chromasome (23, X) that o

Field->
SearchText-> lamina

Show me related | Alleles
Run query

DataSet-> Controlled Vocabularies (CV) | Controlled Vocabularies (CV)
¥ CVterm

=)

Output format: [ HitList

For the selected records, analyze frequencies of values of:

Phenotypic Class
Anatomy Terms
Mutagen

For the selected records, browse Interactions for the effect.

Enhancement
Enhancement + Suppression
Suppression
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TermLink
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QuickSearch

> QueryBuilder

»  Interactions Browser
’»  ImageBrowse
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Data Downloads

(Precomputed
files

« Description of each file
» Genetic interactions

» FBgn «— CG IDs

« Sequences of 12 Genomes Archived data

» Transgenic insertions Releases (FTP)
Archives of data

Files Overview
Downloads:

Precomputed files

Genomes (FTP)

P S ]

/
(" Batch Download by ID
Generate custom data files

Tools Overview or web page diSplayS:
General Tools:
A‘:)”e’ :" ;o s 1. Choose output data type:
erration Maps FASTA, XML, or field data
Batch Download 2.Choose output options: browser
BLAST or file

hromosome Maps

3.Input FB identifiers: from
personal file or query output
4.Choose fields for display (if

Coordinate Converter

| CytoSearch

applicable)
Batch Download
Output Format Output Options
() FASTASequence
- Database Format
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Basic Searches

/Jump to Gene

e FlyBase

Find genes by
symbol,
synonym, or

ReportABug
A Database of Drosophila Genes & Genomes

PR = | &4& ID.
GBrowse QueryBuilder TermLink ImageBrowse

Optimized to
e s return the
= = ™ p best hit(s)

© ID/SymooiName
Altext

Please take a survey to help us improve the site

Quick Search

Find A Fly Person

% Dmel only <" All species

@ ¢
Search: ID/Symbol/Name All text QuickSearch help
Data Class: \ genes ~|
Enter text: | Search

Note: Wi cards (*) can be added to your search term

{genes -] « Access to ALL report pages
aberrations .

alleles » Search main data classes
balancers . .
clones « Option to search all species
controlled vocabularies

genes and all text
patural transposons Optimized to return all hit(s)
For field-specific queries

references

Report Pages

2 Example report page R

« Report pages are available for every object in
FlyBase, e.g. Genes, Alleles, Controlled
Vocabulary terms, etc.

« Use ‘Open all’ to see all the information.
available and "Close all’ to minimize the pag

« Click Help to read about different fields

Gene Dmel\amn

~&et FlyBas

polypeptides

recombinant constructs
across multiple data sets, use
QueryBuilder! j

stocks
transcripts

[ RSS feeds for favorite reports\

5 Recent Updates
Description What does this section display?

his section contains Hems that were added to this record fo e

s i

(e:9. GO, anatomy terms).

this section not display?

Y Update Feed
‘ 4‘ Fazoti_ot ontroled Vocabulary Torms

ent 137(17): 28952904
(Chem. 285(19); 14275--14284

tcurrenty only tracks new inks betwoen

FB2011_02
1.,2010, PLOS Comput. Biol. 6(12): £1001020
Neuron 22(4): 707-717
o, 286(48): 3781137822
Al updates Cii o0 aist of all updates to this record fom FB2010_08 and on

» The Recent Updates section found in every report
details recent additions to the report from the last
few FlyBase releases

* Click the RSS icon to receive notification of these

updates in your feed reader/email

----- Documents es Jump to Gene Go
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General FyBase D [Foanoussraa |
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5 T Sequenenlooaton [ XT0780.110. 10784083 1
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Decorated Fasthv]

Tozbok Tozbok
coazszs Get genome region_|
!

Genomic
information

am
=
Gene region i

Cetrasth |

Synonyma & Secondary IDs (16)
Roforonces (172)

=S Summary Information

‘Automatically generated | The gene amnesiac is referred to in FlyBase by the symbol amn (CG11937, FBgn0086782). It has the cytological map
ary location 18F4-19A2. Its sequenc locafion is X:19780141..18784093. Its molecular function is described as:

See sections below for | Neuropeptide hormone activty; G-protein-coupled receptor binding. It is involved n the biological processes

more information described with 16 unique terms, many of which group under: learning and/or memory; memory; mating; learning;

response to chemical stimulus; behavioral interaction between organisms; behavior; circulatory system process;
reproductive process in a multicellular organism; G-protein signaling, coupled to cydlic nucleotide second messenger;
; glial cell growth; olfactory learning; CAMP biosynthetic process. 35 alleles are reported. The

nese alleles are annotated with: embryonicfarval heart; central nervous system; calyx of mushroom
i; surface associated glial cell; wing vein; eye; bouton; anterior fascicle. It has one annotated
Ine annotated polypeptide.

Clicking on
each heading
opens further
sections.

Descriptions of Classical Alleles

i Click “Help”
", for field-by
-field help for

each report
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Obtaining

Fly Reagents

stock center
lines now
shown as a
clickable
dataset on
GBrowse

[ e.g: Fly Stocks \

Bloomington e

o

2P eip

S STOCKS & REAGENTS

(-] STOCKS AVAILABLE (AS LISTED IN FLYBASE) (9)

- P{XP}cnn[
Harvard PBac{RB}
PBac{WH
Szeged P{EP}CG1
17038 w[1118]; F
5039 cn[1]cnnft

Bloomington
16372 y[1]w[67¢c
15101 Y11 P{yl+
Kyoto 108003 cn[1]enn[t

http://flystocks.bio.indiana.edu

1. Identify stock

2.Click straight

number

through to
stock center

| http://drosophila.med.harvard.edu/

http://sagafly.dgrc.kit.ac.jp/en/ |

| http://expbio.bio.u-szeged.hu/fly/
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GENOMIC CLONES

e.g: cDNA clones
_.—(—

[ TJ cDNAs

AT27480 LDC
bs30g05 A
= 2.0rder clone
LP02441 LD*

BDGP DGC o

CcDNAs AT29219 = / using clone ID
1 D43584 AT1

1. Learn about

_/
)

clone on clone
report (click)
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https://dgrc.cgb.indiana.edu/
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