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Fast-Track Your Paper

Use this tool to:

» Determine if a publication has been curated

» Submit a citation for a publication not in FlyBase

» Provide info on types of data in a publication to help
prioritize further FlyBase curation

» Associate genes with a publication to link Gene and
Reference reports in FlyBase

» Note: user submissions are prioritized for full curation!

Find it here N~

ome Tools

Files Speciex Documents Rest

Tools Overvie
. Query Toolg B
D. oo
efiomic/Map Tools »
A
7 Retrieve/Convert » wea [ YN anRiAqr

Data Submission » Fast-Track Your Paper |
People »  Submit Personal Comm |

Fast-Track Your Paper Add A New Person

Update Person Info

FlyBase Forum

Daia Ol

Attention authors: check your email!
FlyBase will alert you when your newly
published paper is ready to be fast-tracked!

How to do it:

«ldentify your publication of interest

«If paper has not yet been curated, then proceed through to
fast-track your paper

«If paper has already been curated, there’s nothing you
need to do

Step 1: Lookup a publication and its curation status in FlyBase

Search for Publication with Keywords

@ Search

Try searching with an author, a year and part of a journal ttle. For example, enter "Adams 2000 Science”
(without the quotes). O, try searching with a PubMed ID (PMID). For example, enter “10731132" (without the.
quotes). Also note that wild cards (%) can be added to your search terms.

Step 2: Identify yourself so the submission can be attributed to you
Step 3: Provide information on types of data in a publication to prioritize further curation

Step 4: Identify genes that are experimental subjects of the publication
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FlyBase is supported by a grant from the National Human

Step 5: Provide information on new antibodies Genome Research Institute (NHGRI) at NIH #P41 HG000739.
Support is also provided by the British Medical Research Council

and the Indiana Genomics Initiative.

Step 6: Confirm your submission
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