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Featured Tool:

Genomic Data:

GBrowse/JBrowse
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7 R A, 3 Al
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— ~100 tracks of diverse genomic data Access Feature Mapper via the Tools menu, under A Database of Drosophila Genes and Genomes

Feature Mapper

s  displayed in GBrowse genome the "Genomic/Map Tools" sub-menu.
viewer including gene models, TSS Enter a symbol, ID, or genome coordinates.
data, protein domains, regulatory

GBrowse  features, and much more... Mapping Options

[ ]
Reference Landmark(s) or Region(s) Set region type to map
- Enter ID, Symbol, annotation ID or Sequence Region: Sequence of the Landmark v
RN A-Seq expression an d exon g — B e i v (RUTIY rciosud vatenses o) s

. . Species: p. melanogaster v
junctions/ GBrowse .

Map Features:

1248k 1249k A 1250
Transcript |g— Transcri pts Gene Models Noncoding Features Mapped Mutations
SiolE Al - ¥ Genes Regulatory Regions Transgene insertion sites
Sac1-RR mRNA (transcript) Insulator class | “ Point Mutation
=t L “ exon Insulator class Il Sequence Variant
five_prime_UTR Protein binding site Uncharacterized Change in Seq.
i i three_prime_UTR Enhancers Aberration Junction
EXO n J un Ctl ons tRNA Silencers Complex Substitution
d mMIRNA TFBS - HOT spot analysis Indels
RNA-seq exon junctions / POp u p keV Of SNRNA TFBS - zinc finger domain Rescue Fragment
- | SnoRNA TFBS - homeodomain i
E : RNA-Seq samples CDS (polypeptide) TFBS - helix-loop-helix domain A oagentsEnd Date
P Natural TE TFBS - BTB/POZ domain DGRC-1 amplicons
i i TFBS - mesoderm DGRC-2 oligos
RNA Seq, (iunaus and male accessory glands (modE... Aligned Evidence TEBS - other “ DRSC RNAi amplicons
male * cDNA Origin of replication # VDRC RNAi amplicons = =
Sub: a I profles, from back
o B s e ESTs it Nieaihcatans - mesoderm | TRIP RNA amplcons
£ RNA-seq Exon Junctions RNA Editing Sites BKNA RNAi amplicons
N ﬂ = : Peptide Atlas peptides Putative Brain Enhancers HEA RNA amplcons
p] - i amplicon:
zxmreey . AN A Mo 1 i 7 VDRC Vienna Tiles GAL4 lines ly RNAi amplicons
gy »- . Microarray Features
e S T > 4
female Affymetrix v
RNA-Seq, CNS and adult head (modENCODE) RNA se tracks Affymetrix v2
» q Check | |DEHEEKEN
o

G ey - Gene Group Reports

e e . .
= Check the types of features you wish to retrieve.

Combied GFF fie

Data Downloads

4 H “. H AN H | ” 3L:1246986.1247677 <~ gene PsiL
FlyBase’s unique “topoview” display allows many
RNA-Seq samples to be viewed at once. Click on
Wrench icon to chan e 3L:1247817..1247947 --> exon =
= ’- - 3:1248020.1248188 > exon 2
g EEaHE sz o o F |y Re age nts
A \ 3111250696.1251778 > exon 4
from log2 to linear scale. o WS S
H - 3L:1250696..1251780 --> CDNA_CDNA Fi 1_cDNA_ncbi.other_2 i
Mapped Mutations/ JBrowse view Sissoese 11750 5 oA SN 126005 Y0094 cONA i 2R el
JBrowse File View Help 3L:1248936..1248936 --> point_mutation Sacl[1757]
o e ] T e = 3L11249041.1249041 > point_mutation Sac1[2107) G a D t
! e o0 S . 31:1249603..1249603 -> point_mutation Sac1[L2F]
o © © T S enomic vata

— 3L:1247129..1247616 <~ Dmel 13 r4_r5_drsc_mapped.tt DRSCOB638-8227_20090331-dmel 13 14 15

conizona
 Cueizs 3L:1247363.1247645 <~ Dmel_r3_r4_r5_drsc_mapped.it DRSC24486-21976_20090331-dmel_r3_rd_r5

sactne [ ——— T t - 311248286, 1248668 > Dmel_r3_rd_r5_drsc_mapped.i_ DRSC34470-30678_20090331-dmel_3_rd_15

Point mutations Returns a table of features in region sorted by type

e B e with genomic location, links to reports, and option to Featu re Mapper

oINS " ren S export to a HitList for further querying. GFF also

Sacifz101

available.
= 7 matches Convert to [Sequence Features  v|  Results Analysis/Refinement  HitList Conversion Tools|
Rescue ragmert [# [ #+Symbolt [tLibrary/C: iont W Typet tSpeciest
‘\ “ | 1|DRSC08622 DRSC_dsRNA RNAI_reagent Dmel

Transgenic inselan it o i 204e Rescue fragments - “ | 2|DRSC08638 DRSC_dsRNA RNAi_reagent Dmel WWW.ﬂybase.Org

biesvepsticsisso) H H v | 3|DRSC24486 DRSC_dsRNA RNAI_reagent Dmel B H

o — 2 |

T s Transposon insertions B et e SRR o FlyBase is supp.orted by a grant frorn the Naponal Human Genome
Point tati indel f t “ | 5|DRSC34470 DRSC_dsRNA RNAI_reagent Dmel Research Institute at the U.S. National Institutes of Health #U41

oint mutations, inaels, rescue frragments, “ | 6|DRSC34471 DRSC_dsRNA RNAi_reagent Dmel . " e .
~ = ToRsca7062 DRccioan: RNA) Tesgert T HGO000739. Support is also provided by the British Medical

insertions shown and linked to FlyBase reports. Research Council and the Indiana Genomics Initiative.



QuickSearch
(Beyond SimpleSearch)

Data Class Search

Human Disease  Expression  Phenotype GO  References
Simple  Orthologs  Protein Domains  Gene Groups ~ Data Class
Species: include non-Dmel species
Search: = |D/Symbol/Mame All text
Data Class: Allele i

“Enter text:

e Search any single data class,
or all data classes.

e Robust autocomplete.

® Precise results.

FH— e Ontology

Specialized Search Tabs

Human Disease  Expression Fhenotype GO  References
Simple  Orthologs  Protein Domains  Gene Groups  Data Class
Search by  # Author ¥ Year Abstract Journal ¥ Pub type D All
Author®
Year

FPublication type®

e Search very specific data.
¢ Includes our newest data classes.
e Allows complex searches of some data classes.

Video Tutorials

Uploads Learn to navigate FlyBase with
e e OUr handy video tutorials on our

_— YouTube channel, FlyBase TV,
which can be
accessed from the

Finding related genes in FlyBas FAQs

The Ef.l?ero,n“?mgy i FlyBase Guides FlyBase Help menu.
= Video Tutoriaisz  The ‘Basic
Report Help Navigation’ series is

Created playlists

Author guidelines  ideal for new users,
— - while other videos
h|gh||ght specific tools and are
designed to help users make
the most of FlyBase features.

Basic navigation series

Featured Report:

Gene Group

‘Gene Groups’ are ready-to-use sets of
functionally related genes/gene products, as
described in the Drosophila literature or expert
databases. They include: gene families (e.g.
actins), gene products sharing a molecular
function (e.g. protein kinases) and subunits of
macromolecular complexes (e.g. spliceosome).

General Information
Name CULLINS Species
™ Symbel cuL FlyBase ID
| Datalastreviewsd | 2014-02:27 Numbar of
i members
o s el otmer 1=y ek o B, with an Aok oo 1 sepmt s by

Description

e recogniton protein

catalyt n-conjugat ul
interastion which finks the E: o its target for u nqm ineion (Adapted from £5r0224296)

Notes on Group
Source Material The CULLING Gona Graup s basn cum:nesm- FiyBase curators using the following publication(s): Dy et al, 2011, Roberts
11, and Sarfas et al. 201

ubiau i orotein ligase binding
protein ubiguitination
culin-AING wbiguitin ligase compiex

£ BOX PROTEINS

For all membars: Export to HitList

Expart to Batoh Download

Gane Symbol Gena Name Also Known As ‘Source Material for
CG11261 20

Cult Cullin 1 n19, cui-1, dCult
(2102074, 23K01207
Cu Culin 2 cul2, §202074

Culin3

Cukt Culin 4 Cul-+, dCulé

Culs Culin§ culs

7. Roberts et al, 2012, Apyub, 2

Other resourcels)
Synonyms and Secondary IDs
References (5}

Notice the Members table facilitates further
analysis by including three handy buttons:

e View Orthologs

e Export to Hit List

e Export to Batch Download

Use QuickSearch to find/browse Gene Groups:

QuickSearch

Human Disease  Expression  Phenotype References

Simple  Orthologs  Protein Doma Data Class

Search using a gene or Gene Group symbol, name, synonym or ID. Search
Enter text:

Alternatiely, browse all Gene Group:

Data Downloads

Precomputed Files  [plalEl SREENLS

Gene data T

Genome sequences

Transgenic insertions

FBgn < CG Map Conversion
And much more! FTP site:

Current release &

Archived releases

Release:

X
FIELD
Genome DATA E

Batch Download

Batch Download

sequence
Output Format Output Options o
FASTA Sequence Gene region v Batch Download
Database Format Chado XML
Full Data Only
o Field Data As HTML table A

Selected Fields Only

Send results to: Enter IDs, Symbols or Upload File of IDs:
or Sequence

Browser A &
Coordinates:

Choose File No file chosen
You may enter FlyBase IDs,
Symbols, Annotation
Symbols, Clone Names or

PUbMed IDs. Select fields | | Reset

Allow synonyms

1. Choose output data type.
2. Input FB symbols or identifiers.
3. Choose fields for display.

Obtaining Fly Reagents

Stocks and Reagents

Scroll down on any Gene Report for the
Stocks and Reagents table.

& Stocks and Reagents

Expand any section for links and addltlonal information.



