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p New Links

The Alliance of
Genome Resources, or
simply the Alliance, is the of GENOHE AESOURCES

union of six model organism ALLIANCE OF
databases (FlyBase, GENOME
WormBase, Saccharomyces RESOURGCES
Genome Database, Rat

Genome Database, Mouse Genome Database and
Zebrafish Information Network) as well as the Gene
Ontology Consortium.The Alliance aims to integrate
diverse genomic data allowing efficient retrieval of
information for the advancement of genome biology
and improvement of human health.The Alliance
webpage can be accessed by clicking on the above
icon from the FlyBase homepage or from the
“Comparative Info” section of gene reports. pictured
below.
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Integrated model organism details available at the
of GENOME RESOURCES

The Molecular Interaction
Search Tool, or MIST, integrates
genetic and physical interaction data
from fly, yeast, nematode, zebrafish,
frog, mouse and rat model
MIST organisms as well as human.Access

MIST from the FlyBase homepage by

clicking on the pictured icon. Direct gene-specific links

from FlyBase gene reports are coming soon.

PopFly is a population genomics
oriented genome browser that
can be accessed from the “Other
Genome Views” section of a
FlyBase gene report pictured
below. PopFly allows visualization of genetic variation
data within and among the Drosophila melanogaster
genome sequences compiled in the Drosophila
Genome Nexus or DGN.
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Bulk Region mode supports the downloading of
sequence data by genomic location for any of the
sequenced species in FlyBase.




